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ASRL#1 HPLCk T=ILAR—T T4 R4t AH-8290
ASRL#1 HPLC:k T—IOLAR—T T4 R4 HA-8180T
ASRL#1 HPLC:k T—IOLAR—T T4 I R4 HA-8182
ASRL#1 SEE F=OLAR—YT1o TR 4 ARy L 13F Y ZESI-3620
ASRL#1 BRiE T=OLAR—T T4 R4t 4> ~HbAlcBioMajesty JCA-BM6010
ESRL#11| PI4=FT1—i& TU=TF AT14h Rt T7'J—7 Afinion HbAlc/7!)—T Afinion7 + 51—
ASRL#1 HPLC% HASHIXT—ILTL ADAMS Alc HA-8160
SRL#9 SiEE A=V DVZAN-FATT/AT1v9 2% A2 [ERAR5600 ERARTAYOFvTHbALC
ASRL#1 SEE BHAT VYRR ST Determiner HbAlc on JCA-BM9130
ASRL#1 Sk BRIAT VYRR 4T Determiner HbAlc on DM-JACK
ASRL#1 SEE BIAT VIR S Determiner L HbAlc on JCA-BM9130
ASRL#1 REE BHAT VI RBR S Determiner L HbAlc on DM-JACK
ASRL#1 [CE P WBHAT VI RER R MetaboLead HbAlc on JCA-BM9130
ASRL#1 SREE O |kAsHtyhT AT 4% AHbALC/Alc GEAR
ASRL#1 SfEiE O |#AauHyhT AT 4% AHbALC/ALC IGEAR
SRL#9 SREE O |[V—ARANET T -BATT I ZT19A%K£4  [DCA2000+ / DCA/SLT— (DCA2000 HbAlch—kYvY)
ASRL#1 BRiE HKAThIL R R Norudia N HbA1cEV800
ASRL#1 HPLC% O |#KAT1hLtEA £ RC20
ASRL#1 HPLC% O |#KAT1hL A& JUIANETOEV HHTERE 75 L RALCS= HA-8410
- HPLC:k KIFEERRELE B Rt 5— TOSOH G9
- HPLCik ABWHEEA FURAT1HIL L 2—FkR HA-8181
SRL#9 HPLC:& V- HLC-723 G8, 1.0min Standard Analysis Mode
SRL#9 HPLCk H/—HRASH HLC-723 G9
SRL#9 HPLCi% HY—HREH HLC-723 GX
SRL#9 HPLC:% L W %30 HLC-723 G11, 0.5min Standard Analysis Mode
ESRL#11| 724=F4—ik —Joxa Quo-Lab Fvk HbAlc
- HPLC:k B AKX FEFAMEIRERR #)— HLC-723G9
ASRL#1 SEE BALABIEHARH VBV /r SHDALCERFRIE 2 43 T F B CHM-4100t )L 2y 047 S
SRL#10 HPLCik WA SR SRS XX RH JYANETOE U ST EEVARIANT Il TURBO
ASRL#1 HPLC:k #HARHE—TL-T)L BMLEFH Tosoh GX#Y—HLC-723 GX
ASRL#1 R BALREXR HbAlc-FHITACHI 7180
ASRL#1 SEE BAELEKASH HbALc-FWHITACHI 7180
ASRL#1 REE ErLEA KK S SET4F74—k HbAlc-LH327170S
- HPLCi EfEN Rl #HERER HA8180
- BRiE EFEAN HiHls $#AKR TBA-120FR
ASRL#1 REE #BAEHa1—TLI— Measure HbAL1cH317180
ASRL#1 RIEE #HASHI—TLI— Measure HbAlc I H327180
- HPLCik RS Kk ADAMS Alc HA-8170
SRL#9 SREE 022 -ZAT7T /ATy I AR S cobas ¢501 (/R 5t FEHbALcII)
SRL#9 SEiE O |BYa-HAT7T I RAT4vI AR EH cobas b 101
ASRL#1 REE MAeMMET EB KR4 Autokit HbALc on Hitachi 7170S
- HPLC:k ReCCS#HiiL f £ HA-8180T
- SREE O |ReCCS#iIH SD AlcCare System(TypeB)
- HPLC:& O |ReCCS#iiIH RC20
- SofEiE O |ReCCS#iIH Spotchem Banalyst HbAlc SI-3610
- SEE O |ReCCS#iIH BT Medidas HbAlc Alc iGEAR
- SEE i ep REARFTOLIE T434—L HbAlc JCA-BM9130
- BRE REBHFHREH A%R1)—FHbALc JCA-BM9130
- BRE LSI*F4TVR 4> ~HbAlc JCA-BM9030
ASRL#1 SREE Samsung electronics HME business Team LabGEO PT10
ASRL#1 [CE P i-SENS AlCare Analyzer
=p= 5 Dept. of Laboratory Medicine .
52 | Level | LabzREE | ASRL#1 HPLCi& Seoul National University Bundang Hospital D-100, Bio-Rad
53 | Level | LabZB5E | ASRL#1 HPLC:& Seegene Medical Foudation HLC-723 G8
54 Z 0 - HPLC:& Chung-Ang University Hospital Variant Il Turbo 2.0
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A—hH— 9(9) — 9(9) 2(2)
HPLCi% EHREERER 2(2) — 2(2) —
EEEE 7 3(2) 10(2) 1
A—h— 2(2) — 2(2) 2(2)
TI1=T14—i% | BRELERER — — — —
EEREESE — — — —
A—hH— 18(18) 1(1) 19(19) 10(7)
REE EREEREM 1 — 1 —
EEREE 4 — 4 —
A—hH— 3(3) 1(1) 4(4) 1(1)
FERiE EREERER 2 — 2 1
EEREESE 1 — 1 —
&t 49(34) 5(4) 54(38) 16(12)




# 3 5[\ HbAlc PT : 5%t SRLs OJIEE, HAIEfEFS & OV & He
SRLs Values
Sample SRL Method Assay 1 Assay 2 Average
(NGSP %) | (NGSP %) | (NGSP %)
Sample 1 SRL3 [Primus HPLC Ultra 2 (affinity) 5.50 5.50 5.500
SRL9 |Tosoh HPLC G8 (ion-exchange) 5.40 5.40 5.400
SRL10 |Tosoh HPLC G8 (ion-exchange) 5.30 5.30 5.300
ESRL10 | Menarini HA8180V (ion-exchange) 5.28 5.28 5.280
ESRL11 |Trinity / Primus Premier Hb9210 HPLC (affinity) 5.50 5.47 5.485
ESRL12 | Sebia Capillarys 2 Flex Piercing CE 5.41 5.41 5.410
ESRL13 | Roche Tinaguant Gen3 on Cobas ¢513 5.33 5.35 5.340
ESRL14 | Abbott Architect c4000 Enzymatic 5.36 5.36 5.360
ASRL1 | KO 500 HPLC (ion-exchange) 5.36 5.40 5.380
n 9
Mean 5.384
SD 0.075
CV(%) 1.4
Sample 2| SRL3 Primus HPLC Ultra 2 (affinity) 5.80 5.70 5.750
SRL9 |Tosoh HPLC G8 (ion-exchange) 5.80 5.80 5.800
SRL10 |Tosoh HPLC G8 (ion-exchange) 5.70 5.70 5.700
ESRL10 | Menarini HA8180V (ion-exchange) 5.72 5.73 5.725
ESRL11 |Trinity / Primus Premier Hb9210 HPLC (affinity) 5.79 5.74 5.765
ESRL12 | Sebia Capillarys 2 Flex Piercing CE 5.66 5.93 5.795
ESRL13 | Roche Tinaquant Gen3 on Cobas c513 5.71 5.70 5.705
ESRL14 | Abbott Architect c4000 Enzymatic 5.73 5.75 5.740
ASRL1 | KO 500 HPLC (ion-exchange) 5.81 5.85 5.830
n 9
Mean 5.757
SD 0.045
CV(%) 0.8
Sample 3 SRL3  |Primus HPLC Ultra 2 (affinity) 6.20 6.30 6.250
SRL9 |Tosoh HPLC G8 (ion-exchange) 6.10 6.10 6.100
SRL10 |Tosoh HPLC G8 (ion-exchange) 6.10 6.20 6.150
ESRL10 | Menarini HA8180V (ion-exchange) 6.05 6.08 6.065
ESRL11 |Trinity / Primus Premier Hb9210 HPLC (affinity) 6.31 6.24 6.275
ESRL12 | Sebia Capillarys 2 Flex Piercing CE 6.10 6.19 6.145
ESRL13 | Roche Tinaguant Gen3 on Cobas ¢513 6.04 6.06 6.050
ESRL14 | Abbott Architect c4000 Enzymatic 6.11 6.11 6.110
ASRL1 | KO 500 HPLC (ion-exchange) 6.15 6.22 6.185
n 9
Mean 6.148
SD 0.078
CV(%) 1.3
Target Value and Criteria (Unit: NGSP%)
Sample* | n Target value SD ts/y n** Criteria(NGSP) Criteria(JDS)
(NGSP %) | (NGSP %) [ (NGSP %) | Relative Bias(*=6 %) | Relative Bias(=*+5 %)
1 9 5.384 0.075 0.058 +0.323 +0.269
2 9 5.757 0.045 0.034 +0.345 +0.288
3 9 6.148 0.078 0.060 +0.369 +0.307
*single donor whole blood **=2.306




K4 ERERER

1. 2K (ER+EN) (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 54 54 54
Min 5.215 5.500 5.800
Max 5.650 6.100 6.500
Mean 5.399 5.779 6.156
SD 0.104 0.115 0.125
CV(%) 1.9 2.0 2.0
2. @A (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 49 49 49
Min 5.215 5.500 5.955
Max 5.650 5.950 6.450
Mean 5.400 5.783 6.157
SD 0.101 0.101 0.104
CV(%) 1.9 1.7 1.7
3. B4t (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 5 5 5
Min 5.300 5.500 5.800
Max 5.650 6.100 6.500
Mean 5.390 5.740 6.150
SD 0.147 0.222 0.278
CV(%) 2.7 3.9 4.5




Scattering Plot : All(Mean *=2SD)
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K5 JEERIEFRR

c s (EN A+ ES

Method [HPLC (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 22 22 22
Min 5.215 5.650 6.000
Max 5.565 5.935 6.350
Mean 5.395 5.818 6.171
SD 0.084 0.081 0.094
CV(%) 1.6 1.4 1.5
Method [Immunoassay (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 23 23 23
Min 5.240 5.500 5.800
Max 5.650 5.950 6.450
Mean 5.378 5.728 6.117
SD 0.113 0.095 0.137
CV(%) 2.1 1.7 2.2
Method [Enzymatic assay (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 7 7 7
Min 5.305 5.605 6.035
Max 5.650 6.100 6.500
Mean 5.461 5.838 6.249
SD 0.105 0.149 0.142
CV(%) 1.9 2.6 2.3
Method | Affinity (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 2 2 2
Min 5.350 5.500 6.100
Max 5.600 5.950 6.150
Mean 5.475 5.725 6.125
SD 0.177 0.318 0.035
CV(%) 3.2 5.6 0.6
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Scattering Plot : ALL/HPLC(Mean % 25D)
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* 6 IETERIERHEA - EAN
&6 BIEEREIER EN

Method HPLC (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 19 19 19
Min 5.215 5.660 6.060
Max 5.565 5.935 6.350
Mean 5.408 5.837 6.175
SD 0.084 0.068 0.081
CV(%) 1.5 1.2 1.3
Method Immunoassay (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 22 22 22
Min 5.240 5.600 5.955
Max 5.650 5.950 6.450
Mean 5.379 5.738 6.131
SD 0.116 0.083 0.121
CV(%) 2.1 1.4 2.0
Method Enzymatic assay (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 6 6 6
Min 5.305 5.605 6.035
Max 5.500 5.915 6.300
Mean 5.430 5.794 6.207
SD 0.070 0.103 0.098
CV(%) 1.3 1.8 1.6
Method Affinity (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 2 2 2
Min 5.350 5.500 6.100
Max 5.600 5.950 6.150
Mean 5.475 5.725 6.125
SD 0.177 0.318 0.035
CV(%) 3.2 5.6 0.6
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Scattering Plot : Domestic/HPLC(Mean  25D)
6.800
6.600
n=19
6.400 —y=1.003x=0.026 =
'§ 6.200 r=0.996
7
© 6.000
2
T 5.800 /
<
£ 5,600 T
5.400 I
5.200
5.000
5.000 5.200 5400 5.600 5800 6.000 6.200 6.400
Target Value(NGSP%)
B8 RIEER BT HEDETE : HPLCE (BM)
Scattering Plot : Domestic/Immunoassay(Mean & 25D)
6.800
6.600 =TT
6.400 ¥=0.984x+0.078
% r=0.999
g 6.200 /0
8 6.000 —
5 5.800 -
<
2 5600 /
5.400 %
5.200
5.000 T T T T T T T
5.000 5200 5400 5600 5800 6.000 6.200 6.400
Target Value(NGSP%)
B9 AIERABTHBEOHRAE: fREE(ERN)
Scattering Plot : Domestic/Enzymatic Assay(Mean * 25D)
6.800
6.600 %o
o A0, v=1.017x-0.051
S 6.200 r=0.999
"
O 6.000
=
T 5.800
5 5.600
S5, 1
5.400 %/
5.200
5.000
5.000 5200 5400 5600 5800 6.000 6.200 6.400
Target Value(NGSP%)

H1o RIEEREFHEOMRAR: BRE(ERN)

11 AEENFFRED AT « 77 4 =T 4 —ik
B, MU EFXM7IZRAETHD,

14



RTHEER : AT A
K7 EKEHERNATR

1. 2K (ER+EMN) (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 54 54 54
Min -0.169 -0.257 -0.348
Max 0.266 0.343 0.352
Mean 0.016 0.022 0.009
SD 0.104 0.115 0.125
2. EA (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 49 49 49
Min -0.169 -0.257 -0.193
Max 0.266 0.193 0.302
Mean 0.017 0.026 0.009
SD 0.101 0.101 0.104
3. Est (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 5 5 5
Min -0.084 -0.257 -0.348
Max 0.266 0.343 0.352
Mean 0.006 -0.017 0.002
SD 0.147 0.222 0.278
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F 8 EEAEE « FAXE A T 2
£8 EIHER MR/ (TR

1. 2R (ER+EN) (%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 4 54 54
Min(%) -3.1 -4.5 57
Max(%) 4.9 6.0 5.7
Mean(%) 0.3 04 0.1
SD(%) 1.9 2.0 2.0
2.EA %)
Sample 1 2 3
T.V. 5.384 5.757 6.148
L 49 49 49
Min(%) -3.1 -4.5 3.1
Max(%) 4.9 3.4 29
Mean(%) 0.3 0.5 0.1
SD(%) 1.9 1.8 17
3 EA %)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 5 5 5
Min(%) 16 45 =
Max(%) 4.9 6.0 5.7
Mean(%) 0.1 -0.3 0.0
SD(%) 2.7 3.9 45
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Bias and Relative Bias : All
(Relative bias: Mean=2SD)
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# 9 WREERUSE > A 7 A2k L OWIEER
Method |£#& (BN +EM) (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 39 39 39
Min 5.215 5.500 5.800
Max 5.650 6.100 6.500
Mean 5.378 5.758 6.125
SD 0.100 0.119 0.119
CV(%) 1.9 2.1 1.9
Method |HPLC (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 14 14 14
Min 5.215 5.650 6.000
Max 5.500 5.900 6.300
Mean 5.374 5.798 6.144
SD 0.080 0.077 0.084
CV(%) 1.5 1.3 1.4
Method |Immunoassay (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 19 19 19
Min 5.240 5.500 5.800
Max 5.500 5.800 6.300
Mean 5.352 5.710 6.088
SD 0.089 0.081 0.118
CV(%) 1.7 1.4 1.9
Method |Enzymatic assay (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 4 4 4
Min 5.305 5.605 6.035
Max 5.650 6.100 6.500
Mean 5.470 5.866 6.235
SD 0.141 0.205 0.194
CV(%) 2.6 3.5 3.1
Method | Affinity (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 2 2 2
Min 5.350 5.500 6.100
Max 5.600 5.950 6.150
Mean 5.475 5.725 6.125
SD 0.177 0.318 0.035
CV(%) 3.2 5.6 0.6
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# 10 EWRGEREGHE Y AT A8 LOERE WA EN = — 3 — O E R ik
1. ENREEREAESRT L 2. IR AT LMERLI—Y—
Method |£&(ER) (NGSP%)| Method |£&(ERN) (NGSP%)
Sample 1 2 3 Sample 1 2 3
T.V. 5.384 5.757 6.148 T.V. 5.384 5.757 6.148
n 35 35 35 n 15 15 15
Min 5.215 5.500 5.955 Min 5.300 5.650 6.100
Max 5.600 5.950 6.300 Max 5.650 5.950 6.450
Mean 5.374 5.759 6.128 Mean 5.454 5.832 6.237
SD 0.087 0.096 0.091 SD 0.097 0.085 0.104
CV(%) 1.6 1.7 1.5 CV(%) 1.8 1.4 1.7
Method |HPLC (NGSP%)| Method |HPLC (NGSP%)
Sample 1 2 3 Sample 1 2 3
T.V. 5.384 5.757 6.148 T.V. 5.384 5.757 6.148
n 12 12 12 n 8 8 8
Min 5.215 5.660 6.060 Min 5.300 5.700 6.100
Max 5.500 5.900 6.300 Max 5.565 5.935 6.350
Mean 5.382 5.814 6.160 Mean 5.433 5.854 6.219
SD 0.083 0.067 0.077 SD 0.083 0.080 0.096
CV(%) 15 1.2 1.3 CV(%) 1.5 1.4 1.5
Method |Immunoassay (NGSP%)| Method [Immunoassay (NGSP%)
Sample 1 2 3 Sample 1 2 3
T.V. 5.384 5.757 6.148 T.V. 5.384 5.757 6.148
n 18 18 18 n 4 4 4
Min 5.240 5.600 5.955 Min 5.350 5.650 6.100
Max 5.500 5.800 6.300 Max 5.650 5.950 6.450
Mean 5.353 5.721 6.104 Mean 5.500 5.813 6.250
SD 0.092 0.064 0.098 SD 0.147 0.125 0.158
CV(%) 1.7 1.1 1.6 CV(%) 2.7 2.2 2.5
Method |Enzymatic assay (NGSP%)| Method |[Enzymatic assay (NGSP%)
Sample 1 2 3 Sample 1 2 3
T.V. 5.384 5.757 6.148 T.V. 5.384 5.757 6.148
n 3 3 3 n 3 3 3
Min 5.305 5.605 6.035 Min 5.400 5.800 6.200
Max 5.475 5.915 6.220 Max 5.500 5.800 6.300
Mean 5.410 5.788 6.147 Mean 5.450 5.800 6.267
SD 0.092 0.163 0.098 SD 0.050 0.000 0.058
CV(%) 1.7 2.8 1.6 CV(%) 0.9 0.0 0.9
Method |Affinity (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 2 2 2
Min 5.350 5.500 6.100
Max 5.600 5.950 6.150
Mean 5.475 5.725 6.125
SD 0.177 0.318 0.035
CV(%) 3.2 5.6 0.6
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7 11 EBGRRERUSHIE > 2 7 L3 KO A W 5 [EH =2 — - — O JlE R ik
1. ENEREERGAIE S R T L 2. MRV ATLERALI—Y—
Method |£{K (E) (NGSP%)| Method |2k (E4}) (NGSP%)
Sample 1 2 3 Sample 1 2 3
T.V. 5.384 5.757 6.148 T.V. 5.384 5.757 6.148
n 4 4 4 n 1 1 1
Min 5.300 5.500 5.800 Min
Max 5.650 6.100 6.500 Max
Mean 5.413 5.750 6.100 Mean 5.300 5.700 6.350
SD 0.160 0.255 0.294 SD
CV(%) 3.0 4.4 4.8 CV(%)
Method [HPLC (NGSP%)| Method |HPLC (NGSP%)
Sample 1 2 3 Sample 1 2 3
T.V. 5.384 5.757 6.148 T.V. 5.384 5.757 6.148
n 2 2 2 n 1 1 1
Min 5.300 5.650 6.000 Min
Max 5.350 5.750 6.100 Max
Mean 5.325 5.700 6.050 Mean 5.300 5.700 6.350
SD 0.035 0.071 0.071 SD
CV(%) 0.7 1.2 1.2 CV(%)
Method [Immunoassay (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 1 1 1
Min
Max
Mean 5.350 5.500 5.800
SD
CV(%)
Method |Enzymatic assay (NGSP%)
Sample 1 2 3
T.V. 5.384 5.757 6.148
n 1 1 1
Min
Max
Mean 5.650 6.100 6.500
SD
CV(%)
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#* 12

AR A S T A

ERBEAMTOI 2D E. Method BEDFELRTLERNTLSH#E

*TE 35 8 D 95 %S B X (ts/vn)

=HH Bl Rz =3
Big{E 5.384:+0.058* 5.757+0.034% 6.148+0.060*
Hax o Haxt
EAS | No. BEEA1T B E % POCT N7 F At FEAM At 4 FEAM
A (%) A(%) R (%)

ER 1 | Level |Lab8NE | HPLC:k 2.2 © 2.5 © 25 ©
2 | Level | LabBBRE | HPLCik 0.9 © 1.6 © 0.7 ©
3 Method 3B RE HPLCik 0.3 © 0.8 © 0.0 ©
4 Method &8 RE HPLCik 0.3 [ 0.8 & 0.8 &
5 Method &8 E HPLCik 0.3 [ 0.8 & 0.8 &
6 MethodZBE HPLCik o) 1.1 [ 2.0 © 15 ©
7 MethodZBE HPLCik (o) 1.3 © 2.1 © 1.7 ©
8 MethodZBRE HPLCik -3.1 [© 0.8 © -1.3 ©
9 MethodZBRE HPLCik -1.7 [© -0.6 © -1.4 ©
10 MethodZ2 5E HPLC3% 0.2 © 1.4 © 0.5 @
11 Method B &F HPLCk -0.2 [© 1.4 © 0.5 ©
12 Method B &E HPLC#k 2.1 © -1.7 © -0.8 ©
13 FDith HPLCik 0.3 © 25 © 0.8 @
14 FDith HPLCik 0.3 © 25 © 0.8 @
15 0 HPLCk 34 © 3.1 © 1.7 ©
16 ZDith HPLCik 0.3 o 0.8 © 0.8 @
17 ZDith HPLCik 2.2 © 25 © 0.8 ©
18 ZDith HPLCk 0.3 © 0.8 © -0.8 ©
19 2Dt HPLC3k 0 2.2 © 25 © 33 @
20 MethodZBRE  [74=F4— [e) -0.6 © -4.5 © -0.8 ©
21 MethodBBRE  |[74=F14— [e) 4.0 © 3.4 © 0.0 ©
22 Method 88 KE [P 17 © 2.8 © 1.2 ©
23 Method 88 KE S -15 © -2.6 © -1.8 ©
24 Method 88 KE [EF A 12 © 1.5 © 0.6 ©
25 Dt BRk 2.2 © 0.8 © 0.8 ©
26 0 [ E 0.3 © 0.8 © 2.5 R
27 0t e 1.2 © 0.8 O 25 ©
28 Method 88 5F REE 0] -0.6 © 0.8 ()] -0.8 [©)
29 Method 88 5F REE -2.3 ) 0.1 [©)] -18 [©)
30 Method 88 5F REE 2.7 © -19 () 24 ()
31 Method 88 5F REE -2.0 © -15 () -25 [©)
32 Method 2 5E fEE -2.3 © 2.3 © 1.7 )
33 Method 8B 5F REE 2.1 © 2.7 ) 2.7 )
34 Method FB&E REE o 2.2 © 0.1 © -0.8 ©
35 Method BB 5F fEE @) 2.2 © -1.0 © -0.8 ©
36 Method ZBEF REE @) -0.6 © 0.8 © 0.8 ©
37 Method 33 5F % o 1.2 [© -0.1 © 17 ©
38 Method Z 5F gk 0.9 © 0.5 © -0.7 O
39 Method 8 §F gk -0.7 © 0.4 © -0.3 ©
40 Method 8 §F gk -17 © -0.6 © 0.9 ©
41 Method 8 RE gk -2.3 © -1.2 © -0.6 ©
42 Method 8 RE gk -2.4 © -1.5 © -1.6 ©
43 Method 88 RE fakiE 1.0 © -1.2 © 3.1 ©
44 Method 88 RiE Rk @] 12 © 0.8 (] 25 ()
45 Method 88 RiE Rk 0.6 © 0.8 (] 12 ()
46 Dt gk [e) 4.0 © 3.4 © 4.9 ©
47 Fo gk [e) 0.3 © 0.8 © 0.0 ©
48 0 gk @) 4.9 © 16 © 25 [©)
49 DM REE -0.6 © -1.9 © -0.8 (@)

;S 50 | Level |l LabgB§E | HPLCH 0.6 © -1.9 © -0.8 @
51 | Level | LabgB§E | HPLCH -1.6 © 0.1 © 2.4 @
52 0 HPLC -1.6 [© -1.0 © 3.3 ©
53 Method 2 5F [ E @) 4.9 © 6.0 [e) 5.7 [e)
54 Method B &F fEE (6] -0.6 © -45 © 5.7 [e)

) +5 %EL
B O [#5.1%~£6.0%LLA
X +6.1 %LL5t
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# 13

ARG R OHERS - FRRS S T 2 GUEE 1~3)

(BIEIS L VE2EDRMALHMSERR)
©

+5 %LU [
O [+5.1 %~6.0 %LIA
X |+6.1 %LL5t [ (*ts/v_n)
il 1@ 2 30 F4E 50
2t [ =Em B [ =Em 2k [ ER 2k [ BEW ET T
Bl T.V. N
(NGSP%) 4.863 5.323 5.234 5.330 5.384+0.058
S 33 28 44 38 47 42 51 45 54 49
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